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Background and importance: Antimicrobial resistance (AMR)
is one of the most important global threats and antibiotic use is
one of the main drivers behind. Previously we identified
suboptimal antibiotic use at our Emergency Department.
International antibiotic guidelines for specific conditions cannot
be adopted without the knowledge of local epidemiology and
resistance, these are the essential first steps to develop an
empiric antibiotic protocol.
Aim and objectives: To identify predominant isolates, clinical
specimens and reveal resistance patterns of bacterial isolates.
Materials and methods: The study (2014-2019) was performed
at the Emergency Department of the University of Szeged. All
positive microbiological isolates were retrieved for a five year
period.. Non-bacterial isolates, contaminants and duplicate
isolates were screened and excluded. Bacterial identification
was performed using MALDI-TOF MS. Antibiotic
susceptibility-testing and interpretation of drug resistance were
based on ESCMID/EUCAST standards.

Conclusion and relevance: The most frequent bacteria and
current resistance patterns were identified. Some of the revealed
resistance patterns (e.g. high fluoroquinolone resistance among
Gram-negative bacteria) may pose therapeutic challenges. The
results of this survey will guide the development of our local
antibiotic guideline.

Gram negative
(N=4502;100%)

Gram positive
(N=2383; 100%)

frequency % frequency %
Escherichia spp 2194 48.7 Staphylococcus spp 906 38.0
Klebsiella spp 664 14.7 Enterococcus spp 471 19.8
Proteus spp 526 11.7 Streptococcus spp 431 18.1

Most frequent bacterial isolates

Resistance pattern of the most frequently isolated bacteria (resistance %)

∑ ~ 75% ∑ ~ 75%

Gram-
positive

Gram-
negative

Results of the Gram stain

Most frequent clinical specimens
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Enterococcus faecalis NT 0 0 1 NT IR 43 NT NT IR 0 IR
Enterococcus faecium NT 0 100 100 NT NT 93 NT NT IR 33 IR
Staphylococcus aureus 17 NT NT 17 17 21 19 22 22 1 0 1
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Klebsiella pneumoniae 100 NT 32 33 27 31 31 23 24 0 37 21 21 34
Escherichia coli 52 NT 18 15 14 14 14 13 15 0 32 11 10 27
Proteus mirabilis 60 NT 38 37 28 31 31 24 25 0 42 24 23 68
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